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Benchling: What?
Why?

DNA sequence visualization + analysis
Professional tool (used in industry + EPF
Cloud based software

Basics quick to learn

‘How to’ tutorials
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Molecular Biology

Annotate sequences, perform
alignments, and design plasmids,
primers, an d CRISPR guides.

‘ Open a sequence

J

Notebook

Plan multi-day experiments,
centralize data, and share
experimental results.

Show me an entry
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Using Molecular
Biology Tools

B10-203/ BIO-204:

= annotate sequences
= restriction digest

primer design
= translation
= sequence alignment

= virtual cloning
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GTCGTAACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTCTCTGGCTAACTAGAGAAC
CAGCATTGTTGAGGCGGGGTAACTGCGTTTACCCGCCATCCGCACATGCCACCCTCCAGATATATTCGTCTCGAGAGACCGATTGATCTCTTG
> CMV_promoter

T T T T T T T T
750 760 770 780 790 800 810 820 830

Acc651
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CCACTGCTTACTGGCTTATCGAAATTAATACGACTCACTATAGGGAGACCCAAGCTGGCTAGT TAAGCTTGGTACCGAGCTCGGATCCACCAT
GGTGACGAATGACCGAATAGCTTTAATTATGCTGAGTGATATCCCTCTGGGTTCGACCGATCAATTCGAACCATGGCTCGAGCCTAGGTGGTA
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GAAGTTCGTTCTGCTGCTTTCCCTCATTGGGTTCTGCTGGGCTCAATATGACCCACATACTTCAGATGGGAGGACTGCTATTGTCCACCTGTT
CTTCAAGCAAGACGACGAAAGGGAGTAACCCAAGACGACCCGAGTTATACTGGGTGTATGAAGTCTACCCTCCTGACGATAACAGGTGGACAA
KIEBV LLL)s ILI'G JFPC W A QMID'P H T SD'GR'T ALV H LIP
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Account

Projects

Q_ Search
My projects ¥ Allactive +

BIO-203_BIO-204 2022/23
Alexandra Bezler

Students 2022/23
Alexandra Bezler

teaching
Alexandra Bezler

Tricho Antibodies.
Alexandra Bezler

CRISPR C. elegans
Alexandra Bezler

Purify CeSAS-6 Antibody
Alexandra Bezler

Lin-5 mRNA localisation
Alexandra Bezler

O pcDNAGTM/myc-His A
SEQUENCE MAP

-0 + Copy CreatePDF @+ Q

BglII

GACGGATCGGGAGATCTCCCGATCCCCTATGGTGCACTCTCAGTACAATCTGCTCTGATGCCGCATAGT TAAGCCAGTATCTGCTCCCTGCTT
CTGCCTAGCCCTCTAGAGGGCTAGGGGATACCACGTGAGAGTCATGTTAGACGAGACTACGGCGTATCAATTCGGTCATAGACGAGGGACGAA

10 20 30 40 50 60 70 £ %

Mfel Bpu10I
GTGTGTTGGAGGTCGCTGAGTAGTGCGCGAGCAAAATTTAAGCTACAACAAGGCAAGGCT TGACCGACAATTGCATGAAGAATCTGCTTAGGG
CACACAACCTCCAGCGACTCATCACGCGCTCGTTTTAAATTCGATGTTGTTCCGTTCCGAACTGGCTGTTAACGTACTTCTTAGACGAATCCC

T T T T T T T T T
100 110 120 130 140 150 160 170 180

Mlul spel
TTAGGCGTTTTGCGCTGCTTCGCGATGTACGGGCCAGATATACGCGTTGACATTGATTATTGACTAGTTATTAATAGTAATCAATTACGGGGT
AATCCGCAAAACGCGACGAAGCGCTACATGCCCGGTCTATATGCGCAACTGTAACTAATAACTGATCAATAATTATCATTAGT TAATGCCCCA

T T T T T T T T T
19 200 210 220 230 240 250 260 270

CATTAGTTCATAGCCCATATATGGAGTTCCGCGTTACATAACTTACGGTAAATGGCCCGCCTGGCTGACCGCCCAACGACCCCCGCCCATTGA

GTAATCAAGTATCGGGTATATACCTCAAGGCGCAATGTATTGAATGCCATTTACCGGGCGGACCGACTGGCGGGTTGCT TAACT
[ CMV_enhancer >;

T T T T T T T T T T

280 290 300 310 320 330 340 350 360 370

CGTCAATAATGACGTATGTTCCCATAGTAACGCCAATAGGGACTTTCCATTGACGTCAATGGGTGGAGTATTTACGGTAAACTGCCCACTTGG
GCAGTTATTACTGCATACAAGGGTATCATTGCGGTTATCCCTGAAAGGTAACTGCAGTTACCCACCTCATAAATGCCATTTGACGGGTGAACC

> CMV_enhancer >
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NdeI

CAGTACATCAAGTGTATCATATGCCAAGTACGCCCCCTATTGACGTCAATGACGGTAAATGGCCCGCCTGGCATTATGCCCAGTACATGACCT
GTCATGTAGTTCACATAGTATACGGTTCATGCGGGGGATAACTGCAGTTACTGCCATTTACCGGGCGGACCGTAATACGGGTCATGTACTGGA
2 CMV_enhancer. >
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SnaBI

TATGGGACTTTCCTACTTGGCAGTACATCTACGTATTAGTCATCGCTATTACCATGGTGATGCGGTTTTGGCAGTACATCAATGGGCGTGGAT
ATACCCTGAAAGGATGAACCGTCATGTAGATGCATAATCAGTAGCGATAATGGTACCACTACGCCAAAACCGTCATGTAGTTACCCGCACCTA

hancer CMV_ promoter. >
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BASES 5126 | INSERT 5095

Molecular
Biology

LINEARMAP  PLASMID ~ DESCRIPTION  METADATA
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Your turn to play:
See Moodle Benchling

Worked example 1
PCR and primer design

Worked Example 2

Sequence annotation
first copy file to your account
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